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<210> 1 
<211> 387 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



<400> 1 

ggtgagcccc aggagacaga agagatatga 
taagaaaatt ggctacaacc ccgacacagt 
tgacaacatg ctggagccaa gtgctaacat 
taaggatggc aatgccagtg gaaccacgct 
aactcgtcca actgacaagc ccttgcgcct 
tggtattggt actgttccct gtttggccga 
gttatggtgg gtttcctcct ccttgga 



ggaaattgtt aaggaagtca gcacttacat 60 
agcatttgtg ccaatttctg gttggaatgg 120 
gccttggttc aagggatgga aagtcacccg 180 
gcttgaggct ctggactgca tcctaccacc 240 
gcctctccaa ggatgttctt acaaaattgg 3 00 
attggaaaac tggtgttcct ccaaaccccg 3 60 

387 



<210> 2 



o 




<211> 365 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



gggcggaaca agggagcgct aaaaggaaat taggatgtca ggtgcataaa ggacataatt 60 

ccaaaacctt tccaaacccc aaatttattc aaaggaactg aggagtggat tgaggagtgg 120 

accaacactg gcgccaaaca cagaaattat tgtaaagctt, tctgatggaa gagagctctg 180 

tctgggcccc aaggaaaact gggtgcagag ggttgtggag aagtttttga agagggctga 24 0 

gaattcataa aaaaattcat tctctgtggt atccaagaat cagtgaagat gccagtgaaa 3 00 

cttcaagcaa atctacttca acacttcatg tattgtgtgg gtctgttgta gggttgccag 360 
ttgtt 365 

<210> 3 
<211> 598 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



gcttgggccc caaggaaaac tgggtgcaga gggttgtgga gaagtttttg aagaggtaag 60 
ttatatattt ttgaatttaa aatttgtcat ttatccgtga gacatataat ccaaagtcag 120 
cctataaatt tctttctgtt gctaaaaatc gtcattaggt atctgccttt ttggttaaaa 180 
aaaaaaggaa tagcatcaat agtgagtgtg ttgtactcat gaccagaaag accatacata 240 
gtttgcccag gaaattctgg gtttaagctt gtgtcctata ctcttagtaa agttctttgt 300 
cactcccagt agtgtcctat gttagatgat aatgtctttg atctccctat ttatagttga 360 
gaatatagag catgtctaac acatgaatgt caaagactat attgactttt caagaaccct 420 
actttccttc ttattaaaca tagctcatct ttatattgtg aattttattt tagggctgag 480 
aattcataaa aaaattcatt ctctgtggta tccaagaatc agtgaagatg ccagtgaaac 540 
ttcaagcaaa tctacttcaa cacttcatgt attgtgtggg tctgttgtag ggttgcca 598 



<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



Primer 



<400> 2 



Primer 



<400> 



3 



<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



<400> 4 

cgcctcaggc tggggcagca tt 



22 



<210> 5 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 5 

acagtggaag agtctcattc gagat 25 



<210> 6 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 6 

cgagctgcct gacggccagg tcatc 2 5 



<210> 7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 7 

gaagcatttg cggtggacga tggag 25 



<210> 8 

<211> 23 

<212> DNA 

<213> Artificial Sequence 




I* 



<220> 

<223> Description of Artificial 
Primer 

<400> 8 

gacaacatgc tggagccaag tgc 

<210> 9 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Primer 

<400> 9 

accaccaatt ttgtaagaac atcct 

<210> 10 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Primer 

<400> 10 

gggccccaag gaaaact 

<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Primer 




Sequence : Synthetic 



23 



Sequence : Synthetic 



25 



Sequence : Synthetic 



17 



Sequence : Synthetic 



<400> 11 

tggcaaccct acaacagacc 



20 



<210> 12 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 12 

gggccccaag gaaaact 

<210> 13 
<211> 20- 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 13 

acgactcact ataagcagga 

<210> 14 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 14 

tgacccagcc ccttgagaaa cct 

<210> 15 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



<400> 15 

gcctcaggct ggggcagcat t 



<210> 16 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 16 

ggtcaccttc tgagggtgaa cttgc 

<210> 17 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 17 
aacaactggc aa 

<210> 18 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 18 
ggcgacaagg ag 

<210> 19 
<211> 25 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 19 

ggagctgcct gacggccagg tcatc 



<210> 20 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 20 

ttgccaagga gtgctaaaga ac 



<210> 21 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 21 

tggaccccaa ggaaaact 



<210> 22 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 22 

gggcccaagg aaaact 



<210> 23 




<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 23 

aacagctatg accatcgtgg 2 0 



<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 24 

acgactcact atgtggagaa 20 



<210> 25 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 25 

ctggcctacg gaagatacga cac 23 

<210> 26 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



<400> 26 



acaatccgga ggcatcagaa act 23 



<210> 27 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 27 

agccccggcc tcctcgtcct c 21 



<210> 28 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 28 

99 c 99 c 99 ca gcggttctc 19 



<210> 29 
<211> 1614 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 29 

gcggcaggcg cggcaaatta cgttgccgga gctgaacggc gcggctggtc tgaaggcaaa 60 
caagcgagcg agcgcgcgat aggggccgag aggacgcgca ggtggcggcg ttgccatgtc 120 
gcacggtcac agccacggcg ggggtggctg ccgctgcgcc gccgaacggg aggagccgcc 180 
cgagcagcgc ggcctggcct acggcctgta cctgcgcatc gacctggagc ggctgcaatg 24 0 
ccttaacgag agccgcgagg gcagcggccg cggcgtcttc aagccatggg aggagcggac 300 
cgaccgctcc aagtttattg aaagtgatgc agatgaagag cttctgttta atattccatt 360 
tacgggcaat gtcaagctca aaggcatcat tataatggga gaggatgatg actcacaccc 42 0 
ctctgagatg agactgtaca agaatattcc acagatgtcc tttgatgata cagaaaggga 480 
gccagatcag acctttagtc tgaaccggga tcttacagga gaattagagt atgctacaaa 54 0 



aatttctcgt ttttcaaatg tctatcatct ctcaattcat atttcaaaaa acttcggagc 600 
agatacgaca aaggtctttt atattggcct gagaggagag tggactgagc ttcgccgaca 660 
cgaggtgacc atctgcaatt acgaagcatc tgccaaccca gcagaccata gggtccatca 720 
ggttacccca cagacacact ttatttccta agggctggcc aaggctccca tagaggcgct 780 
gtgtcagtga agatgtacga ctacctgttg ggaaggacaa agggatgagg ctccagagag 84 0 
agttggctgc cacagctctg ccaagctttg tctttggggc ttgctgcaga aacctggcct 900 
acggaagata cgacaccact gggagggttg tgtaggtgcc aggggaccat cgtggttctc 960 
tagggcgctg tggaaattgg gtcttgggct gggtggcatc tggcagtcat gggtaacact 1020 
tgcttttcca gttaatgtgg ccatgtgatt ccaagtgtca tgttgctttg tggaagattg 1080 
ttgtgtgact tgtttttttg attttgtatt tgttttttta aaggaaacta tttgtgggct 1140 
ataggaaact ttctgatgcc tccggattgt gttagtagta gccatcagga gggtctccaa 12 00 
ctaaaacact tgttcctgct tgctcctttc ccctctcatt gttcagcatt cttgtcaagt 1260 
tgcccagctt ggagttgtct gtcacgcaca tgtgtcctgt ggttatagct agaaggacag 1320 
gagtctcctg ctgatgcgtg atagcttaag cttggggaga aggtcttttc cactgcctag 1380 
ctaagcagtc tggggagagc atggggatca tttctatgtg tgtgggtaat ctggtcagta 144 0 
agattgagac ttagttaaga ttccccttgg aaattcctta atgtttatta gcttctaact 1500 
agtgttgtaa gtccgatgcc agaatttgga gatttgagtt cttcttttca tggcttttat 1560 
tcactgtgac taataagctt cctaataaat ccttgccaga cttaaaaaaa aaaa 1614 



<210> 30 
<211> 1268 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 30 

tttcaagccg tgggaggacg gaccgaccgc tccaagttcg ctgaaagtga tgcggacgaa 60 
gagctcctgt ttaatattcc gtttacgtgc aatgtcaagc tgaaaggcgt catcataatg 12 0 
ggcgaggatg atgactcgca cccctcggag atgagactgt acaagaacat tccacagatg 180 
tcatttgatg acacagaaag ggagccagag cagaccttca gtctgaaccg agacattaca 24 0 
ggagaattag aatatgctac gaaaatctcc aggttttcaa atgtctatca tctttccatt 300 
catatttcaa aaaactttgg agcagatacg acgaagatct tttatattgg cctgcgggga 360 
gagtggactg agcttcgccg gcatgaggtg accatctgca actatgaagc gtcagccaac 42 0 
ccagcagacc accgggtgca tcaggtcacc ccgcagacac acttcatttc ttaagggcca 480 
gccggggctc cctcagatgc gctgttagtg aagatgtgcg accacctgct gggaaggaca 54 0 
gaggatgctc cagcaatagt tgcctgccag agctttggcc aggctttgtc tcggggttgc 600 
tgcaggaacc tggcctgtgg aaaccgcctc accaccagga gcggtatggg tgccaaggga 660 
tagtctctct ctaaggcact gcagaaactg ggtcttaggc tgggtggcat ctgtcagtca 72 0 
tgaataatgc tcacttccca gtctgtggcc acgggatccc atgtgtcttt ttgcttgatt 780 
tcttgtgtgg tttgtccttt tgtggcatca aaaaggatgc ttccttgacc gtagaatcct 840 
tctgaaaccc gagtttcgtg tttgaattag ccatcaggag ggtctccagc tagaaacact 900 
tcgtccctgc ttgctcctcc tcctgtcatt gctcagcatt cgtgtcaggg tgcctagctg 960 
gtgtcacata tcagacacaa gtgtcccaca atggtggttg gaaaggaagg agtctcctga 1020 
tacatgactg cttggggaag gcttacacag tctagccaaa ttagttgcga gtcctttccc 1080 



tgtgtgOBtg acctggttgg ggtaaaactg agacagtaaa gattcctctt gggacctcct 1140 
tggtgtttcc ctgcttctaa ctcatgttat aaacccaggg ctggagtctg gagaccctgc 1200 
tccttctgtt catggctttc attcatggtg actaatgagc ttcctaataa atccttagag 1260 
acttaaaa 1268 



<210> 31 
<211> 211 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 31 

Met Ser His Gly His Ser His Gly Gly Gly Gly Cys Arg Cys Ala Ala 
15 10 15 

Glu Arg Glu Glu Pro Pro Glu Gin Arg Gly Leu Ala Tyr Gly Leu Tyr 
20 25 30 

Leu Arg He Asp Leu Glu Arg Leu Gin Cys Leu Asn Glu Ser Arg Glu 
35 40 45 

Gly Ser Gly Arg Gly Val Phe Lys Pro Trp Glu Glu Arg Thr Asp Arg 
50 55 60 

Ser Lys Phe He Glu Ser Asp Ala Asp Glu Glu Leu Leu Phe Asn He 
65 70 75 80 

Pro Phe Thr Gly Asn Val Lys Leu Lys Gly He He He Met Gly Glu 
85 90 95 

Asp Asp Asp Ser His Pro Ser Glu Met Arg Leu Tyr Lys Asn He Pro 
100 105 110 

Gin Met Ser Phe Asp Asp Thr Glu Arg Glu Pro Asp Gin Thr Phe Ser 
115 120 125 

Leu Asn Arg Asp Leu Thr Gly Glu Leu Glu Tyr Ala Thr Lys He Ser 
130 135 140 

Arg Phe Ser Asn Val Tyr His Leu Ser He His He Ser Lys Asn Phe 
145 150 155 160 



Gly Ala Asp Thr Thr Lys Val Phe Tyr He Gly Leu Arg Gly Glu Trp 
165 170 175 



Thr Glu Leu Arg Arg His Glu Val Thr lie Cys Asn Tyr Glu Ala Ser 
180 185 190 

Ala Asn Pro Ala Asp His Arg Val His Gin Val Thr Pro Gin Thr His 
195 200 205 

Phe lie Ser 
210 



<210> 32 
<211> 157 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 32 

Phe Lys Pro Trp Glu Glu Arg Thr Asp Arg Ser Lys Phe Ala Glu Ser 
15 10 15 

Asp Ala Asp Glu Glu Leu Leu Phe Asn lie Pro Phe Thr Cys Asn Val 
20 25 30 

Lys Leu Lys Gly Val lie lie Met Gly Glu Asp Asp Asp Ser His Pro 
35 40 45 

Ser Glu Met Arg Leu Tyr Lys Asn lie Pro Gin Met Ser Phe Asp Asp 
50 55 60 

Thr Glu Arg Glu Pro Glu Gin Thr Phe Ser Leu Asn Arg Asp lie Thr 
65 70 75 80 

Gly Glu Leu Glu Tyr Ala Thr Lys lie Ser Arg Phe Ser Asn Val Tyr 
85 90 95 

His Leu Ser lie His lie Ser Lys Asn Phe Gly Ala Asp Thr Thr Lys 
100 105 110 

lie Phe Tyr lie Gly Leu Arg Gly Glu Trp Thr Glu Leu Arg Arg His 
115 120 125 



Glu Val Thr lie Cys Asn Tyr Glu Ala Ser Ala Asn Pro Ala Asp His 
130 135 140 



Arg Val His Gin Val Thr Pro Gin Thr His Phe He Ser 
145 150 155 



<210> 33 
<211> 207 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 33 

Cys Ser His Gly His Ser His Asn Cys Ala Ala Glu His He Pro Glu 
15 10 15 

Val Pro Gly Asp Asp Val Tyr Arg Tyr Asp Met Val Ser Tyr He Asp 
20 25 30 

Met Glu Lys Val Thr Thr Leu Asn Glu Ser Val Asp Gly Ala Gly Lys 
35 40 45 

Lys Val Phe Lys Val Met Glu Lys Arg Asp Asp Arg Leu Glu Tyr Val 
50 55 60 

Glu Ser Asp Cys Asp His Glu Leu Leu Phe Asn He Pro Phe Thr Gly 
65 70 75 80 

His Val Arg Leu Thr Gly Leu Ser He He Gly Asp Glu Asp Gly Ser 
85 90 95 

His Pro Ala Lys He Arg Leu Phe Lys Asp Arg Glu Ala Met Ser Phe 
100 105 110 

Asp Asp Cys Ser He Glu Ala Asp Gin Glu He Asp Leu Lys Gin Asp 
115 120 125 

Pro Gin Gly Leu Val Asp Tyr Pro Leu Lys Ala Ser Lys Phe Gly Asn 
130 135 140 

He His Asn Leu Ser He Leu Val Asp Ala Asn Phe Gly Glu Asp Glu 
145 150 155 160 

Thr Lys He Tyr Tyr He Gly Leu Arg Gly Glu Phe Gin His Glu Phe 
165 170 175 



Arg Gin Arg He Ala lie Ala Thr Tyr Glu Ser Arg Ala Gin Leu Lys 



180 185 190 

Asp His Lys Asn Glu lie Pro Asp Ala Val Ala Lys Gly Leu Phe 
195 200 205 



<210> 34 
<211> 3205 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 34 

cgactcgtcg ccattcccgg agcaggtcgg cctcggccca ggggcgagta tccgttgctg 60 

tgtcggagac actagtcccc gacaccgaga cagccagccc tctcccctgc ctcgcggcgg 120 

gagagcgtgt ccggccggcc ggccggcggg gctcgcgcaa cctccctcgc ctccccttcc 180 

cccgcagcct ccgccccgcc aggcccggcc cggactcccg agccccggcc tcctcgtcct 240 

cggtcgccgc tgccgccggg cttaacagcc ccgtccgccg cttctcttcc tagtttgaga 300 

agccaaggaa ggaaacaggg aaaaatgtcg ccatgaaggc cgagaaccgc tgccgccgcc 360 

gacccccgcc ggccctgaac gccatgagcc tgggtccccg ccgcgcccgc tccgctccga 420 

ctgccgtcgc cgccgaggcc cccgttgatg ccgctgagct cccccaacgc cgccgccacc 4 80 

gcctccgaca tggacaagaa cagcggctcc aacagctcct ccgcctcttc gggcagcagc 54 0 

aaagggcaac agccgccccg ctccgcctcg gcggggccag ccggcgagtc taaacccaag 600 

agcgaattac taatttcagc tggattcaat ttgttgtcag ttgattctgt agtaaggcca 660 

tatgttgccc ctctggaggt gcttgtcaac tactctggat gatggatgga aagaactcca 72 0 

gtggatccaa gcgttataat cgcaaacgtg aactttccta ccccaaaaat gaaagtttta 780 

acaaccagtc ccgtcgctcc agttcacaga aaagcaagac ttttaacaag atgcctcctc 840 

aaaggggcgg cggcagcagc aaactcttta gctcttcttt taatggtgga agacgagatg 900 

aggtagcaga ggctcaacgg gcagagttta gccctgccca gttctctggt cctaagaaga 960 

tcaacctgaa ccacttgttg aatttcactt ttgaaccccg tggccagacg ggtcactttg 1020 

aaggcagtgg acatggtagc tggggaaaga ggaacaagtg gggacataag ccttttaaca 1080 

aggaactctt tttacaggcc aactgccaat ttgtggtgtc tgaagaccaa gactacacag 114 0 

ctcattttgc tgatcctgat acattagtta actgggactt tgtggaacaa gtgcgcattt 1200 

gtagccatga agtgccatct tgcccaatat gcctctatcc acctactgca gccaagataa 1260 

cccgttgtgg acacatcttc tgctgggcat gcatcctgca ctatctttca ctgagtgaga 1320 

agacgtggag taaatgtccc atctgttaca gttctgtgca taagaaggat ctcaagagtg 13 8 0 

ttgttgccac agagtcacat cagtatgttg ttggtgatac cattacgatg cagctgatga 144 0 

agagggagaa aggggtgttg gtggctttgc ccaaatccaa atggatgaat gtagaccatc 1500 

ccattcatct aggagatgaa cagcacagcc agtactccaa gttgctgctg gcctctaagg 1560 

agcaggtgct gcaccgggta gttctggagg agaaagtagc actagagcag cagctggcag 1620 

aggagaagca cactcccgag tcctgcttta ttgaggcagc tatccaggag ctcaagactc 1680 

gggaagaggc tctgtcggga ttggccggaa gcagaaggga ggtcactggt gttgtggctg 174 0 

ctctggaaca actggtgctg atggctccct tggcgaagga gtctgttttt caacccagga 1800 

agggtgtgct ggagtatctg tctgccttcg atgaagaaac cacggaagtt tgttctctgg 1860 

acactccttc tagacctctt gctctccctc tggtagaaga ggaggaagca gtgtctgaac 1920 



cagagcctga ggggttgcca gaggcctgtg atgacttgga gttagcagat gacaatctta 1980 
aagaggggac catttgcact gagtccagcc agcaggaacc catcaccaag tcaggcttca 2040 
cacgcctcag cagctctcct tgttactact tttaccaagc ggaagatgga cagcatatgt 2100 
tcctgcaccc tgtgaatgtg cgctgcctcg tgcgggagta cggcagcctg gagaggagcc 2160 
ccgagaagat ctcagcaact gtggtggaga ttgctggcta ctccatgtct gaggatgttc 2220 
gacagcgtca cagatatctc tctcacttgc cactcacctg tgagttcagc atctgtgaac 2280 
tggctttgca acctcctgtg gtctctaagg aaaccctaga gatgttctca gatgacattg 2340 
agaagaggaa acgtcagcgc caaaagaagg ctcgggagga acgccgccga gagcgcagga 24 00 
ttgagataga ggagaacaag aaacagggca agtacccaga agtccacatt cccctcgaga 2460 
atctacagca gtttcctgcc ttcaattctt atacctgctc ctctgattct gctttgggtc 2520 
ccaccagcac cgagggccat ggggccctct ccatttctcc tctcagcaga agtccaggtt 2580 
cccatgcaga ctttctgctg acccctctgt cacccactgc cagtcagggc agtccctcat 2640 
tctgcgttgg gagtctggaa gaagactctc ccttcccttc ctttgcccag atgctgaggg 2700 
ttggaaaagc aaaagcagat gtgtggccca aaactgctcc aaagaaagat gagaacagct 2760 
tagttcctcc tgcccctgtg gacagcgacg gggagagtga taattcagac cgtgttcctg 2 82 0 
tgcccagttt tcaaaattcc ttcagccaag ctattgaagc agccttcatg aaactggaca 2880 
caccagctac ttcagatccc ctctctgaag agaaaggagg aaagaaaaga aaaaaacaga 2 940 
aacagaagct cctgttcagc acctcagtcg tccacaccaa gtgacactac tggcccaggc 3000 
taccttctcc atctggtttt tgtttttgtt tttttttccc ccatgctttt gtttggctgc 3060 
tgtaattttt aagtatttga gtttgaacag attagctctg gggggagggg gtttccacaa 312 0 
tgtgaggggg aaccaagaaa attttaaata cagtgtattt tccagcttcc tgtctttaca 3180 
ccaaaataaa gtattgacac aagag 3205 



<210> 35 
<211> 761 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 35 t 

Met Met Asp Gly Lys Asn Ser Ser Gly Ser Lys Arg Tyr Asn Arg Lys 
15 10 15 

Arg Glu Leu Ser Tyr Pro Lys Asn Glu Ser Phe Asn Asn Gin Ser Arg 
20 25 30 

Arg Ser Ser Ser Gin Lys Ser Lys Thr Phe Asn Lys Met Pro Pro Gin 
35 40 45 

Arg Gly Gly Gly Ser Ser Lys Leu Phe Ser Ser Ser Phe Asn Gly Gly 
50 55 60 



Arg Arg Asp Glu Val Ala Glu Ala Gin Arg Ala Glu Phe Ser Pro Ala 
65 70 75 80 



Gin Phe Ser Gly Pro Lys Lys lie Asn Leu Asn His Leu Leu Asn Phe 
85 90 95 



Thr Phe Glu Pro Arg 
100 

Gly Ser Trp Gly Lys 
115 

Glu Leu Phe Leu Gin 
130 

Asp Tyr Thr Ala His 
145 

Phe Val Glu Gin Val 
165 

lie Cys Leu Tyr Pro 
180 

lie Phe Cys Trp Ala 
195 

Thr Trp Ser Lys Cys 
210 

Leu Lys Ser Val Val 
225 

Thr He Thr Met Gin 
245 

Leu Pro Lys Ser Lys 
260 

Asp Glu Gin His Ser 
275 

Gin Val Leu His Arg 
290 

Gin Leu Ala Glu Glu 
305 

Ala He Gin Glu Leu 
325 



Gly Gin Thr Gly His Phe 
105 

Arg Asn Lys Trp Gly His 
120 

Ala Asn Cys Gin Phe Val 
135 

Phe Ala Asp Pro Asp Thr 
150 155 

Arg He Cys Ser His Glu 
170 

Pro Thr Ala Ala Lys He 
185 

Cys He Leu His Tyr Leu 
200 

Pro He Cys Tyr Ser Ser 
215 

Ala Thr Glu Ser His Gin 
230 235 

Leu Met Lys Arg Glu Lys 
250 

Trp Met Asn Val Asp His 
265 

Gin Tyr Ser Lys Leu Leu 
280 

Val Val Leu Glu Glu Lys 
295 

Lys His Thr Pro Glu Ser 
310 315 

Lys Thr Arg Glu Glu Ala 
330 



Glu Gly Ser Gly His 
110 

Lys Pro Phe Asn Lys 
125 

Val Ser Glu Asp Gin 
140 

Leu Val Asn Trp Asp 
160 

Val Pro Ser Cys Pro 
175 

Thr Arg Cys Gly His 
190 

Ser Leu Ser Glu Lys 
205 

Val His Lys Lys Asp 
220 

Tyr Val Val Gly Asp 
240 

Gly Val Leu Val Ala 
255 

Pro He His Leu Gly 
270 

Leu Ala Ser Lys Glu 
285 

Val Ala Leu Glu Gin 
300 

Cys Phe He Glu Ala 
320 

Leu Ser Gly Leu Ala 
335 



Gly Ser Arg Arg Glu Val Thr Gly Val Val Ala Ala Leu Glu Gin Leu 
340 345 350 

Val Leu Met Ala Pro Leu Ala Lys Glu Ser Val Phe Gin Pro Arg Lys 
355 360 365 

Gly Val Leu Glu Tyr Leu Ser Ala Phe Asp Glu Glu Thr Thr Glu Val 
370 375 380 

Cys Ser Leu Asp Thr Pro Ser Arg Pro Leu Ala Leu Pro Leu Val Glu 
385 390 395 400 

Glu Glu Glu Ala Val Ser Glu Pro Glu Pro Glu Gly Leu Pro Glu Ala 
405 410 415 

Cys Asp Asp Leu Glu Leu Ala Asp Asp Asn Leu Lys Glu Gly Thr lie 
420 425 430 

Cys Thr Glu Ser Ser Gin Gin Glu Pro He Thr Lys Ser Gly Phe Thr 
435 440 445 

Arg Leu Ser Ser Ser Pro Cys Tyr Tyr Phe Tyr Gin Ala Glu Asp Gly 
450 455 460 

Gin His Met Phe Leu His Pro Val Asn Val Arg Cys Leu Val Arg Glu 
465 470 475 480 

Tyr Gly Ser Leu Glu Arg Ser Pro Glu Lys He Ser Ala Thr Val Val 
485 490 495 

Glu He Ala Gly Tyr Ser Met Ser Glu Asp Val Arg Gin Arg His Arg 
500 505 510 

Tyr Leu Ser His Leu Pro Leu Thr Cys Glu Phe Ser He Cys Glu Leu 
515 520 525 

Ala Leu Gin Pro Pro Val Val Ser Lys Glu Thr Leu Glu Met Phe Ser 
530 535 540 

Asp Asp He Glu Lys Arg Lys Arg Gin Arg Gin Lys Lys Ala Arg Glu 
545 550 555 560 

Glu Arg Arg Arg Glu Arg Arg He Glu He Glu Glu Asn Lys Lys Gin 
565 570 575 



Gly Lys Tyr Pro Glu Val His He Pro Leu Glu Asn Leu Gin Gin Phe 
580 585 590 



Pro Ala Phe Asn Ser Tyr Thr Cys Ser Ser Asp Ser Ala Leu Gly Pro 
595 600 605 



Thr Ser Thr Glu 
610 

Ser Pro Gly Ser 
625 

Ala Ser Gin Gly 



Ser Pro Phe Pro 
660 

Ala Asp Val Trp 
675 

Val Pro Pro Ala 
690 

Arg Val Pro Val 
705 

Ala Ala Phe Met 



Glu Glu Lys Gly 
740 

Phe Ser Thr Ser 
755 



Gly His Gly Ala 
615 

His Ala Asp Phe 
630 

Ser Pro Ser Phe 
645 

Ser Phe Ala Gin 



Pro Lys Thr Ala 
680 

Pro Val Asp Ser 
695 

Pro Ser Phe Gin 
710 

Lys Leu Asp Thr 
725 

Gly Lys Lys Arg 



Val Val His Thr 
760 



Leu Ser lie Ser 
620 

Leu Leu Thr Pro 
635 

Cys Val Gly Ser 
650 

Met Leu Arg Val 
665 

Pro Lys Lys Asp 



Asp Gly Glu Ser 
700 

Asn Ser Phe Ser 
715 

Pro Ala Thr Ser 
730 

Lys Lys Gin Lys 
745 

Lys 



Pro Leu Ser Arg 



Leu Ser Pro Thr 
640 

Leu Glu Glu Asp 
655 

Gly Lys Ala Lys 
670 

Glu Asn Ser Leu 
685 

Asp Asn Ser Asp 



Gin Ala He Glu 
720 

Asp Pro Leu Ser 
735 

Gin Lys Leu Leu 
750 



<210> 36 
<211> 42 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 36 

Cys Pro He Cys Leu Tyr Pro Pro Thr Ala Ala Lys He Thr Arg Cys 
15 10 15 





Gly His lie Phe Cys Trp Ala Cys lie Leu His Tyr Leu Ser Leu Ser 
20 25 30 



Glu Lys Thr Trp Ser Lys Cys Pro lie Cys 
35 40 



<210> 37 
<211> 41 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 37 

Cys Pro lie Cys Leu Glu Leu lie Lys Glu Pro Val Ser Thr Lys Cys 
15 10 15 

Asp His lie Phe Cys Lys Phe Cys Met Leu Lys Leu Leu Asn Gin Lys 



<210> 38 
<211> 44 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 38 

Cys Pro lie Cys Leu Glu Leu Leu Lys Glu Pro Val Ser Ala Asp Cys 
15 10 15 

Asn His Ser Phe Cys Arg Ala Cys lie Thr Leu Asn Tyr Glu Ser Asn 



20 



25 



30 



Lys Gly Pro 
35 



Ser Gin Cys Pro Leu Cys 
40 



20 



25 



30 



Arg Asn Thr Asp Gly Lys Gly Asn Cys Pro Val Cys 
35 40 



<210> 39 




<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 39 

Cys Ala Phe Cys His Ser Val Leu His Asn Pro His Gin Thr Gly Cys 
15 10 15 

Gly His Arg Phe Cys Gin Gin Cys lie Arg Ser Leu Arg Glu Leu Asn 



<210> 40 

<211> 45 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 40 

Cys Pro lie Cys Met Glu Ser Phe Thr Glu Glu Gin Leu Arg Pro Lys 
15 10 15 

Leu Leu His Cys Gly His Thr lie Cys Arg Gin Cys Leu Glu Lys Leu 



20 



25 



30 



Ser Val Pro 



lie Cys Pro Val Asp 
40 



35 



20 



25 



30 



Leu Ala Ser 



Ser lie Asn Gly Val Arg Cys Pro Phe Cys 
40 45 



35 



<210> 41 



<211> 44 



<212> PRT 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
Peptide 



Synthetic 



• + 

<400> 41 

Cys Pro Arg Cys Lys Thr Thr Lys Tyr Arg Asn Pro Ser Leu Lys Leu 
15 10 15 

Met Val Asn Val Cys Gly His Thr Leu Cys Glu Ser Cys Val Asp Leu 
20 25 30 

Leu Phe Val Arg Gly Ala Gly Asn Cys Pro Glu Cys 
35 40 



<210> 42 
<211> 41 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 42 

Cys Pro Val Cys Leu Gin Tyr Phe Ala Glu Pro Met Met Leu Asp Cys 
15 10 15 

Gly His Asn lie Cys Cys Ala Cys Leu Ala Arg Cys Trp Gly Thr Ala 
20 25 30 

Glu Thr Asn Val Ser Cys Pro Gin Cys 
35 40 



<210> 43 
<211> 39 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 43 

Cys Val Leu Cys Gly Gly Tyr Phe lie Asp Ala Thr Thr lie lie Glu 
1 5 10. 15 

Cys Leu His Phe Ser Cys Lys Thr Cys lie Val Arg Tyr Leu Glu Thr 
20 25 30 



Ser Lys Tyr Cys Pro lie Cys 



35 



<210> 44 
<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 44 

Cys Ala lie Cys Leu Asp Glu Tyr Glu Asp Gly Asp Lys Leu Arg lie 
15 10 15 

Leu Pro Cys Ser His Ala Tyr His Cys Lys Cys Val Asp Pro Trp Leu 
20 25 30 

Thr Lys Lys Thr Cys Pro Val Cys 
35 40 



<210> 45 
<211> 41 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 45 

Cys Thr lie Cys Tyr Glu Asn Pro lie Asp Ser Val Leu Tyr Met Cys 
15 10 15 

Gly His Met Cys Met Cys Tyr Asp Cys Ala lie Glu Gin Trp Arg Gly 
20 25 30 

Val Gly Gly Gly Gin Cys Pro Leu Cys 
35 40 



<210> 46 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 46 

aacagctatg accctgagga 2 0 



<210> 47 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 47 

aagccccaag cccagagaca agat 24 



<210> 48 
<211> 253 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 48 

ggcaggggct tgtgactcta agatggcttc attcacatgc ctagggcctc agtaggatga 60 
ctggcatggc cctggaaaac tgcgaagtct tctctctgtg caaactttca cctggacttt 12 0 
ttatatgatt ctggaagtat tccaagaagg caaaagtaaa aactgcaaag cgtcttaaaa 180 
tagaagttca gaagccacat tatatcactt ctgttgcatt ctatcaaagc aagtcacaag 240 
cccctgccaa tea 253 



<210> 49 

<211> 183 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 



<400> 49 



cacacactcc cccattctga gccccaagag 

gtgcagaagg agaatgtggt gaggctattt 

ggatgaacag tggctgactt catctaggaa 
cca 



gctcatccct aaggatgtcc agagatccaa 60 
attcccccag tgccttccct gctgggctat 120 
agagctatgg cttctgtctc ctggagctca 180 

183 



<210> 50 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 50 

tgcaaacttt cacctggact t 21 



<210> 51 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 51 

cttgtgactt gctttgatag aatg 24 



<210> 52 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 52 

tgtccagaga tccaagtgca gaagg 25 



<210> 53 
<211> 25 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 53 

gagctccagg agacagaagc catag 2 5 

<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 54 

acattgaagc actccgcgac 2 0 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Primer 

<400> 55 

agagtggcag caaccaagct 2 0 



